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research expertise
I am a specialist in the application of cryo-electron microscopy (cryo-EM) to visualize dynamic protein assemblies 
in native-like environments, and thus unveil the structural pathways at the heart of diverse biological processes. 
Key to this is the preparation of samples with minimal perturbation of the native state, allowing not only the 
determination of specific conformational states, but instead also the observation and analysis of the full 
distribution of functional states. Currently, my group is applying this approach to a diverse set of proteins, ranging 
from integral membrane proteins, to membrane-associated proteins, as well as on inflammasome-associated 
proteins.

Academic qualifications
2008 - 2012 Doctorate: Dr. rer. nat., Technical University Dortmund and Max Planck Institute for Molecular  
  Physiology in Dortmund, Germany
2003 - 2008 Diploma in Biochemistry, University Bielefeld, Germany, University of Notre Dame, USA and  
  Max-Planck-Institute for Biophysical Chemistry, Germany

Postgraduate professional career
2017 - pres. Independent Max-Planck group leader, caesar Bonn, Germany
2014 - pres. FreiGeist Group Leader; caesar Bonn, Germany
2012 - 2014 Postdoc, Institute for Medical Physics and Biophysics, Charité Berlin, Germany

honors and awards
2014 - 2019 Fellow of the Young “Zentrum für interdisziplinäre Forschung”
2014 - 2019 FreiGeist Fellow of the Volkswagen Foundation
2013  Otto-Hahn-Medal of the Max Planck Society
2010  Sponsorship to attend the 60th Lindau meeting of Nobel laureates, Fonds der Chemischen  
  Industrie and Max Planck Society
2009 - 2012 Fellow of the “Fonds der Chemischen Industrie”
2006  DAAD Fellowship for integrated studies abroad
2003 - 2005 Fellow of the “Fonds der Chemischen Industrie”

memberships and professional functions
2014 - pres. Elected member of the ‘Young ZiF – Center for Interdisciplinary Research’
2015 - pres. Elected member of the ‘Bonner Forum Biomedicine’

most important funding since 2012
2017 - 2021 Free-Floating Max Planck Research Group “VolTEM”
2014 - 2019 FreiGeist Fellowship “Novel Nanotemplates for Combined Structural And Functional Analysis of  
  Membrane Proteins”, VolkswagenFoundation
2013 - 2014 NeuroCure Innovation Project, NeuroCure Cluster of Excellence
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